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Science Magazine Editors' Choice. The Worth of Coppers (referencing the Walker et al.
Proc. Natl. Acad. Sci. U.S.A. 2010 and Martens-Habbena et al. Nature 2010 papers on the
lifestyle of the marine archeon Nitrosopumilus maritimus). Volume 328, Number 5980,
Issue of 14 May 2010

Research Highlight. Our paper (Pelve et al. 2011) published in collaboration with
Professor Rolf Bernander (University of Uppsala, Sweden) was selected for a research
highlight commentary in the December 2011 issue of Nature Reviews Microbiology.
NY times September 4, 2012. J.M. Foster. Solving the Ocean Methane Paradox. From
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Metcalf and Wilfred van der Donk.

Articles of Significant Interest Selected by the Editors of Applied and Environmental
Microbiology. Nakagawa, T. and D.A Stahl. 2013. Environ. Microbiol. 79: 6911-6916.
Transcriptional Response of Marine Ammonia-Oxidizing Archaea at Low NH3 Concentrations.
Competition for ammonia among marine microorganisms is intense because ammonia
isgenerally at extremely low (nanomolar-range) concentrations in the open ocean. However, the
generally high numbers of ammonia-oxidizing archaea in these same environments indicate that
they are not limited by these ammonia concentrations. Using a simple dialysis bag system,
Nakagawa and Stahl (p.6911- 6916) demonstrated that transcriptional activities of an archaeal
ammonia oxidizer at nanomolar concentrations of ammonia were consistent with recent
environmental metatranscriptomic analyses, including an oxygen minimum zone of the ocean, a
deep-sea hydrothermal plume, and an estuarine bacterioplankton assemblage.

Invited Seminars, selected from past 10 years

Invited Seminar. University of Pennsylvania Department of Biology Seminar Series, October 20,
2005

Invited Seminar. Michigan State University. Department of Microbiology and Molecular
Genetics, April 11, 2006.

Invited Seminar. University of California, Berkeley. Department of Plant & Microbial Biology,
Microbial Biology Seminar Series, May 3, 2006.

Invited Lecture. Philip Hauge Abelson Advancing Science Seminar Series. AAAS Auditorium,
Washington DC. October 26, 2006.
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Invited Seminar. Cornell University. Department of Microbiology. March 15,2007.

Invited Seminar. University of Aberdeen, Scotland. April 28, 2008

Invited Seminar. University of Hamburg, Germany. April 30, 2008

Invited Seminar. University of Bergen, Norway. May 9, 2008.

Invited Seminar. University of Helsinki, Finland. June 10, 2008

Invited Seminar. Southern Illinois University. February 27,2009
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Microbiology, New Orleans May 23-27, 2004
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Radiation of Sulfate-reducing Prokaryotes.” Cancun, MX, August 22-27, 2004.
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Invited Lecture. Society for General Microbiology Irish Branch Meeting. Belfast, Ireland
August 30-31, 2007.

Invited Lecture. J. Craig Venter Institute Conference on Genomes, Medicine, and the
Environment. San Diego, CA. October 8-10,2007

Invited Participant. NATO Workshop on Environmental Metabolomics, Mallorca, Spain May
16-17,2008.

Invited Participant. NIH Workshop on Host-Microbe Interaction, Bethesda, Maryland,
September 13-14, 2008.

Invited Participant. American Academy of Microbiology Colloquium on Large-scale
Sequencing, Washington, D.C., September 19-20, 2008.

Co-convened with Dr. C. Schadt a symposium entitled " Model Microbial Communities - A
Tractable and Manipulatable Bridge between Organismal and Ecological Studies" for the 109th
General Meeting of the American Society for Microbiology. Philadelphia, PA May 17-21, 2009.
The symposium highlighted selected research of the VIMSS/ESPP2 project.

Organized and co-convened with Dr. Michael Wagner a symposium entitled "Crenarchaeota:
Reevaluation of the evolution, physiology, and cell biology of an archaeal kingdom" for the 110th
General Meeting of the American Society for Microbiology. San Diego, CA May 23-27,2010.

Co-convened with Dr. William Metcalf, and presented in, a symposium entitled "Life of the
outliers: Exploration of novel microbial physiologies" for the 110th General Meeting of the

American Society for Microbiology. San Diego, CA May 23-27, 2010.

Invited presenter. Gordon Research Conference on Microbial Stress Response. July 18-23, 2010,
Mount Holyoke College, South Hadley, MA.

Organized DARPA sponsored workshop on Culturing the Uncultured. Seattle, Washington, June
15,2010.

Invited presenter, Annual West Coast Bacterial Physiology Meeting, Asilomar Conference
Center, Pacific Grove, CA December 10-12, 2010.

Invited Participant. Keystone Symposium on Microbial Communities as Drivers of Ecosystem
Complexity. Beaver Run Resort, Breckenridge, Colorado. March 25-30,2011.

Invited Keynote Speaker. ASM Northwest Branch Meeting. Seattle. Washington. November
18-19, 2011.

Invited speaker. Department of Energy Genomic Science Meeting. Washington, DC. Feb 26 —
29,2012.

26



Steering Committee Member. American Academy of Microbiology Colloquium on
Microbiology of Built Water Distribution Systems. Boulder, Colorado. April 11 -13,2012.

Invited speaker. EMBO Workshop on Microbial Sulfur Metabolism. Noordwijkerhout, the
Netherlands. April 15-18, 2012.

Co-organizer of symposium on Frontiers in Experimental Evolution. Annual Meeting of the
American Society for Microbiology. San Francisco, CA. June 16-19, 2012.

Invited Division N Lecturer for 2013 for Annual Meeting of the American Society for
Microbiology. Denver May 18- 23. Division N encompasses the ecology of natural
microbial assemblages and laboratory approaches that help us understand
microorganisms in natural environments, such as water, soils and in higher organisms.
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